Development of a Laboratory Verification Protocol for Concurrent Detection of Bacterial, Fungal, and
Antimicrobial Resistance Genes in a Multiplex Syndromic Joint Infection Panel
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 The protocol and controls serve as a useful tool for providing reliable
detections of targets over multiple days, operators and systems and offers a
flexible solution for supporting verification needs.

A protocol was developed using pilot NATtrol™ controls from ZeptoMetrix’, performed using the protocol developed and
synovial fluid, and the BioFire® FilmArray® 2.0 and the BioFire® FilmArray® | Pilot control material (ZeptoMetrix  NATJIP-
. . , BIO).
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* One missed detection (P. micra) was
recovered upon re-testing and may be due
sample handling of pilot verification
materials, or manufacturing variability in
the prototype test pouches.
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